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Supplementary Fig. S1b
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Supplementary Fig. S1. Amino acid alignment of 47 variola
virus homologues of vaccinia virus IEV and EEV proteins. (a)
Variola virus homologues of vaccinia virus Ab6
(haemagglutinin). (b) Variola virus homologues of vaccinia
virus F12. //, Areas of complete homology that are deleted
from the alignment; -, identical amino acids; -, gaps within the
coding region; *, open reading frame terminations.
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